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Product Information

Application
Host

Clonality
Calculated MW
Physical State
Isotype

Purity

Buffer
SUBCELLULAR LOCATION
SIMILARITY

SUBUNIT

Important Note

Background Descriptions

WB, IHC-P, IHC-F, IF

Rabbit

Recombinant

47 KDa

Liquid

IgG/Kappa

affinity purified by Protein A

0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.
Nucleus.

Belongs to the WD repeat RBAP46/RBAP48/MSI1 family.Contains 6 WD
repeats.

Interacts with SUV39H1 and HDAC7 (By similarity). Binds directly to helix 1 of
the histone fold of histone H4, a region that is not accessible when H4 is in
chromatin. Subunit of the chromatin assembly factor 1 (CAF-1) complex,
which is composed of RBBP4, CHAF1B and CHAF1A. Subunit of the core
histone deacetylase (HDAC) complex, which is composed of HDAC1, HDAC2,
RBBP4 and RBBP7. The core HDAC complex associates with SIN3A,
ARID4B/SAP180, SAP18, SAP30, SAP130, SUDS3/SAP45 and possibly
ARID4A/RBP1 and ING1 to form the SIN3 HDAC complex. The core HDAC
complex may also associate with MTA2, MBD3, CHD3 and CHD4 to form the
nucleosome remodeling and histone deacetylase complex (the NuRD
complex). The NuRD complex may also interact with MBD3L1 and MBD3L2.
Interacts with MTA1. Subunit of the PRC2/EED-EZH2 complex, which is
composed of at least EED, EZH2, RBBP4, RBBP7 and SUZ12. The
PRC2/EED-EZH2 complex may also associate with HDAC1. Component of the
PRC2/EED-EZH1 complex, which includes EED, EZH1, SUZ12, RBBP4 and
AEBP2. Part of the nucleosome remodeling factor (NURF) complex which
consists of SMARCA1; BPTF; RBBP4 and RBBP7. Interacts with the viral
protein-binding domain of the retinoblastoma protein (RB1). Interacts with
SPEN/MINT. Interacts with BRCA1. Interacts with CREBBP, and this interaction
may be enhanced by the binding of phosphorylated CREB1 to CREBBP.
Component of the DREAM complex (also named LINC complex) at least
composed of E2F4, E2F5, LIN9, LIN37, LIN52, LIN54, MYBL1, MYBL2, RBL1,
RBL2, RBBP4, TFDP1 and TFDP2. The complex exists in quiescent cells where it
represses cell cycle-dependent genes. It dissociates in S phase when LIN9,
LIN37, LIN52 and LIN54 form a subcomplex that binds to MYBL2.

This product as supplied is intended for research use only, not for use in
human, therapeutic or diagnostic applications.

This gene encodes a ubiquitously expressed nuclear protein which belongs to
a highly conserved subfamily of WD-repeat proteins. It is present in protein
complexes involved in histone acetylation and chromatin assembly. It is part
of the Mi-2 complex which has been implicated in chromatin remodeling and
transcriptional repression associated with histone deacetylation. This
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encoded protein is also part of co-repressor complexes, which is an integral
component of transcriptional silencing. It is found among several cellular
proteins that bind directly to retinoblastoma protein to regulate cell
proliferation. This protein also seems to be involved in transcriptional
repression of E2F-responsive genes. Three transcript variants encoding
different isoforms have been found for this gene. [provided by RefSeq, Sep
2008]

Additional Information

Dilution WB=1:500-1:1000,IHC-P=1:100-500,IHC-F=,IF=0
Format 0.01M TBS(pH7.4) with 1% BSA, 0.09% (W/V) sodium azide and 50% Glyce
Storage Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody
is stable for at least two weeks at 2-4 °C.
Background
This product as supplied is intended for research use only, not for use in human, therapeutic or diagnostic
applications.
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