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TBP7 Polyclonal Antibody

Purified Rabbit Polyclonal Antibody (Pab)

Catalog # AP57268

Product Information

Application
Primary Accession
Reactivity

Host

Clonality
Calculated MW
Physical State
Immunogen
Epitope Specificity
Isotype

Purity

Buffer

SUBCELLULAR LOCATION
SIMILARITY

Important Note

Background Descriptions

Additional Information

Gene ID

Other Names

Dilution

IHC-P, IHC-F, IF, ICC, E
P43686

Rat, Dog, Cat

Rabbit

Polyclonal

47366

Liquid

KLH conjugated synthetic peptide derived from human TBP7
311-418/418

IgG

affinity purified by Protein A

0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.
Cytoplasm. Nucleus.

Belongs to the AAA ATPase family.

This product as supplied is intended for research use only, not for use in
human, therapeutic or diagnostic applications.

The 26S proteasome is a multicatalytic proteinase complex with a highly
ordered structure composed of 2 complexes, a 20S core and a 19S regulator.
The 20S core is composed of 4 rings of 28 non-identical subunits; 2 rings are
composed of 7 alpha subunits and 2 rings are composed of 7 beta subunits.
The 19S regulator is composed of a base, which contains 6 ATPase subunits
and 2 non-ATPase subunits, and a lid, which contains up to 10 non-ATPase
subunits. Proteasomes are distributed throughout eukaryotic cells at a high
concentration and cleave peptides in an ATP/ubiquitin-dependent process in
a non-lysosomal pathway. This gene encodes a member of the triple-A family
of ATPases that is a component of the 19S regulatory subunit and plays a role
in 26S proteasome assembly. The encoded protein interacts with gankyrin, a
liver oncoprotein, and may also play a role in Parkinson's disease through
interactions with synphilin-1. Alternatively spliced transcript variants encoding
multiple isoforms have been observed for this gene. [provided by RefSeq, Jul
2012]

5704

26S proteasome regulatory subunit 6B, 26S proteasome AAA-ATPase subunit
RPT3, MB67-interacting protein, MIP224, Proteasome 26S subunit ATPase 4,
Tat-binding protein 7, TBP-7, PSMC4, MIP224, TBP7

IHC-P=1:100-500,IHC-F=1:100-500,ICC=1:100-500,IF=1:100-500,ELISA=1:5000-
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https://www.abcepta.com.cn
http://www.uniprot.org/uniprot/P43686

Format

Storage

Protein Information
Name
Synonyms

Function

Cellular Location

10000
0.01M TBS(pH7.4) with 1% BSA, 0.09% (W/V) sodium azide and 50% Glyce

Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody
is stable for at least two weeks at 2-4 °C.

PSMC4
MIP224, TBP7

Component of the 26S proteasome, a multiprotein complex involved in the
ATP-dependent degradation of ubiquitinated proteins. This complex plays a
key role in the maintenance of protein homeostasis by removing misfolded or
damaged proteins, which could impair cellular functions, and by removing
proteins whose functions are no longer required. Therefore, the proteasome
participates in numerous cellular processes, including cell cycle progression,
apoptosis, or DNA damage repair. PSMC4 belongs to the heterohexameric
ring of AAA (ATPases associated with diverse cellular activities) proteins that
unfolds ubiquitinated target proteins that are concurrently translocated into a
proteolytic chamber and degraded into peptides.

Cytoplasm. Nucleus.
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